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Molecular Mechanism for Regulating Epidermal Morphogenesis in Plants

ZHOU Yugian' , MENG Siyuan® and ZHOU Wenqji'

(1. Crop Research Institute,Gansu Province Academy of Agricultural Sciences,Lanzhou 730070, China;

2. Bureau of Seed Management of Gansu Province,Lanzhou 730020, China)

Abstract The developmental process of epidermal cell was a classical model for studying growth and
development, cell division,differentiation and morphogenesis in plant. The epidermis of the plant is de-
veloped from the protodermal cells, which includes the epidermal cells, stomatal complex and tri-
chomes. In the model dicot plant Arabidopsis.the leaf epidermal cells are mainly composed of irregular
pavement cells(PCs) ,stomata,and trichomes,and they also include long-shaped epidermal cells, short-
shaped silicified and suberized cells, vesicular cells and hairs in monocots. It has been a hot area of re-
search about the plant epidermal morphogenesis for the past few years, with the continuous improve-
ment of biotechnology,awareness of the global shortage of fresh water resources, thirst for cultivating
agricultural drought resistance varieties. In this review, we summarize the recent advances of the mo-
lecular genetic control of plant stomatal and PCs development in Arabidopsis thaliana ,rice and maize.
This paper aims to elucidate the molecular mechanism of epidermal growth and regulation in both
model dicot and monocot plants.
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