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0.001/0.03(g)

2 R EHH

BEERAREZNUFERLEE

H Wiesner 8 %F #4625 FF HE 17 YL £, #3405 4L
0 B 1 TR R B AT A A) 20 B e i R BT 3R 1 AR
v L D o N A DA B TR T R A DS
IR R 0L DU FE I “Lrpl 77 Bk & N 9 5 % BR
AR cqj-5 7 R R IEAT B S5 IR L XS o3 A

2.1.1 MAERRFAREZ R ELEEH >
TEHL T R 10 X W T MR R AL G0
DXBCA B 1L R TR 0~1 em, 2~
7 cm 10~12 cm Zb AT X He L 4K B 20 Bt HE 51 1
) JEAT LI B R B 3 119 Lep 1 77 e DR Ak
FRAHLE X B A2 A4 * cqj-57 Bk F& 1E W) A2 A BT 3 IX 45k
F18) % 40030 PP B B . T 90 A AR T A e 0 R
B T AR 2)  FEREE R R 0~1 cm
F2~7 cm v, 3 PR bk 2 R0 X 52 1 bR R TE
R B FE BT 0 5 PR

2.1.2 WARFIHRAKFF R E &R AT
TEHL T AR 40 X W88 T WLEEH) 4 K J5T &8 4

2.1

DX B 3) s KRR o3 B L 1] Lepl 77 Bk R ) 2R
R ST B 240 B HE 5 2 HOHE L X R AZ R R R C cqj-
STH ML, 3 I X AN B0 R o b kR
(B O AERE B R RS 2~7 cm &b, FEH “1rpl 77 Bk
FH X HRAZ AR cqi-5 " #k R HAT W M3
2.1.3 MAEMEIRKRREF L ER XL
TEHLF WU 40 X W) B WL ZE W) A 1) e 38 e £
B (B 5 FEBE & N IRH 0~1 em. 2~
7 em 10~12 cm A #EAT XL, Clepl 77 5% 56 P R
FMH HE X B AZ AR cqj-5 7 BR R Y G 8 R B R 43
HAT PR R
2.2 BEEHARZZENEDH

3 A AR5 AR E 52 5 15 B0 bR o 4 e 1
ZEWR A Excel iITHEEIH Ty =2312. 9412 —
9.565(R*=0.999 175,y Sk F5 I ¥ B 2 W B8,
RREIE G EEAED o K X RS2 R BR R Ccqj-5 7 R
“lrpl” ~ “1rp29” R F A B — S HR AL BE R 10 257 F
FFARBR BRI E B A mNA 5 R, 45251
RWICE 6), Fe H KBk &R Y “lrpl3” “lrpl5”
‘lrpl6” “1rpl8” Fl “1rp29 " Pk F AH Lk XJ R SZ 4K < cqj-
57 Bk AR MR BT R JB e 3 OB B I 3 Y 1 D
225, lrpl97 K R B AR BT R o i 20 A B 2
Uk B 4, Hofh 23 AN kR R 38 5 0 IR 32 IR bk R
“eqi-5 T BY R BT R BT & o> BOA WO MR, Hoh
Irpl T RAART R KRB R



8 B 5 38 GAMYB4 R R RS 26 25 FF K B & & i 52 i « 1269

BEEETHH 0~1cm BEES THH 2~7cm BES THESN 10~12cm
Distance hypocotyl 0—1 cm Distance hypocotyl 2—7 cm Distance hypocotyl 10—12 cm

a. WIEAKJEFR  Primary xylem;b, #1/E# E#B  Primary phloem; ZIE R & 10 pm  The scale is 10 pm; T 3 M 5 Ft  Fig. 3
and Fig. 5 are the same
1 BFEME IOXYETHIS~55 dEER Irpl7T’ KR EZEKE R ‘cqj-5" (CK)
BEMHEFNBEVARZALUZLEEIHN
Fig. 1 Cross-cut lignin histochemical staining analysis of cotton stalks of 35— 55 d transgenic ‘Irp17’

strain and recipient strain ‘cqj-5’ (CK) under electron microscope 10 X objective
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deviation of three biological replicates, and asterisks indicate significantly different from control receptor cqj-5 (P <Z0. 05). The same
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2 EHEFERBEAXMETHIS~55dEER Irpl7T %R ESZTHKE
‘eqj-5’ (CK) MMM EFNENAREAL/UFLEERE N
Fig.2 The cross-cut lignin histochemical staining distance analysis of the 35— 55 d transgenic ‘Irp17’ strain and the

recipient strain ‘cqj-5’ (CK) cotton material stem under the electron microscope 40 X objective lens
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Distance hypocotyl 0—1 cm
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- 1 A &

B3 BEFEMEAOXPETHNIS~55dBEER IplT’ R ES5ZTHIKER
‘eqj-5’ (CK)IBEMPMEFHBVARZHLENZLESH

Fig. 3 Cross-cut lignin histochemical staining analysis of cotton stalks of 35—55 d transgenic

‘Irp17’ strain and recipient strain ‘cqj-5’ (CK) under electron microscope 40 X objective
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Fig. 4 The number of cell layers under the cross-cut lignin histochemical staining analysis of the

35—55 d transgenic ‘Irp17’ strain and the recipient strain ‘cqj-5’ (CK) cotton material stem
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Fig. 5 Cross-cut lignin histochemical staining analysis of the 35—55 d transgenic ‘Irp17’ strain and the

recipient strain ‘cqj-5’ (CK) cotton material stem under electron microscope 40 X objective
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Effects of Overexpression of GhMYB4 Gene
on Lignin Synthesis in Cotton Stem

XIA Chenglin, YU Yuehua,ZUO Lin,CHEN Quanjia and NI Zhiyong

(College of Agronomy,Xinjiang Agricultural University, Urumqi 830052, China)

Abstract his paper aims to investigate the function of GAMYB4 gene in Gossypium hirsutum and ana-
lyze its regulation of lignin synthesis during overexpression and development. Cotton stalks were
stained by Wiesner histochemical staining method,and the total lignin content of cotton stalks was de-
termined by Klason method according to the degree of dyeing. By chemically staining the secondary
wall lignin at different stems at 0—1 cm,2—7 cm,and 10—12 cm from the hypocotyl,and comparing
the quantitative analysis of the stained tissue structure, most of the results were found. The transgenic
lines showed a significant increase in the staining range, cell layer number and staining degree of the
primary xylem and the primary phloem compared with the control recipient strain. Quantitative analy-
sis of the total amount of lignin at the 2—7 c¢m hypocotyl of cotton stalks by 29 overexpressing trans-
genic lines and control recipient strains revealed that there were 24 overexpressing transgenic lines re-
lated to control receptors. The total amount of lignin in the strain increased significantly. The Gh-
MYB4 gene was involved in the regulation of lignin biosynthesis in stems.

Key words Gossypium hirsutum ;Lignin; Over expression;Slicing
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